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<210> 1 
<211> 2517 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> EcoRI-Hindlll insert of the pLPVc intregrative piasmid. 
<400> 1 

gaattccggc tctaaagcga ttctgagagc agtttcttat acaccagcag gaactgcact 60 
tcaacgagct ggattaacag gtgggcataa gagttaagat aaatttaaac ttatataaca 1 20 
catcgcttaa agtttttttg ttttaaaaac ttaaaaaaca tggtaaaatt atataaaaac 1 80 
ataagaaaga gtgattatat ggaatatgta gttatgataa tcattttatt agcacttttc 240 
tttattttta ctgttttcct aaatacacgt tatagttttg atgaaaaatg cttagtctta 300 
aaatttggtt tatctaaaac agaaattcca attaatcaaa tagttagtat taaagagtca 360 



gacaagtatg gagttgcaga taatatcgat tataaaattg gtatgccata tgctcaacca 420 
gatagaattg ttattgaaac tacaaataag cgttttctag tttttttaaa tggagctcaa 480 
caatttattc aaaagtataa aagggttagt gtttgaacat aaaaaagtac cttcttacaa 540 
tagaaggtac ttttttgtat ctataattat taaaaattta cctaaatttt tatcattatt 600 
aattcaaaat aaatccataa tagtcaattt tatttagtgt attacaacca attcggatcc 660 
aagcacccat tagttcaaca aacgaaaatt ggataaagtg ggatattttt aaaatatata 720 
tttatgttac agtaatattg acttttaaaa aaggattgat tctaatgaag aaagcagaca 780 
agtaagcctc ctaaattcac tttagataaa aatttaggag gcatatcaaa tgaactttaa 840 
taaaattgat ttagacaatt ggaagagaaa agagatattt aatcattatt tgaaccaaca 900 
aacgactttt agtataacca cagaaattga tattagtgtt ttataccgaa acataaaaca 960 
agaaggatat aaattttacc ctgcatttat tttcttagtg acaagggtga taaactcaaa 1 020 
tacagctttt agaactggtt acaatagcga cggagagtta ggttattggg ataagttaga 1080 
gccactttat acaatttttg atggtgtatc taaaacattc tctggtattt ggactcctgt 1 140 
aaagaatgac ttcaaagagt tttatgattt atacctttct gatgtagaga aatataatgg 1 200 
ttcggggaaa ttgtttccca aaacacctat acctgaaaat gctttttctc tttctattat 1 260 
tccatggact tcatttactg ggtttaactt aaatatcaat aataatagta attaccttct 1 320 
acccattatt acagcaggaa aattcattaa taaaggtaat tcaatatatt taccgctatc 1380 
tttacaggta catcattctg tttgtgatgg ttatcatgca ggattgttta tgaactctat 1440 
tcaggaattg tcagataggc ctaatgactg gcttttataa tatgagataa tgccgactgt 1 500 



actttttaca gtcggttttc taatgtcact aacctgcccc gttagttgaa gaagggattc 1 560 
gtgtattaca accaattctg tttattgata ggtaataaag ttttttttct atgatttatg 1 620 
aacaagtttc cttataattt tcaaaaaaaa ataaaaaata tggttgaatt tagatttatc 1 680 
ttcctttata ttaaaaaatg taatccggat tgcaaacaaa tggggaggtt ttacaaatgg 1740 
aaaagctatt taaagaagtt aaactcgagg aactcgaaaa ccaaaaaggt agtggattag 1800 
gaaaagctca gtgtgctgcg ttgtggctac aatgtgctag tggcggtaca attggttgtg 1860 
gtggcggagc tgttgcttgt caaaactatc gtcaattctg cagataaaac atttgtagag 1 920 
ggaatatttt aaatattccc tcatatttaa agcggggatt gaaattgaat aagaaaaaga 1980 
aatatgttca tactaaacag tttaatagtc atgattgtgg actagcttgt atctcgtcaa 2040 
ttttaaagtt tcataacctt aactatggaa ttgatttctt actagaccta attggggata 2100 
aggaaggcta tagtttaaga gacttaattg ttatttttaa gaagatgggg ataaaaacta 2160 
ggccacttga attgcaagaa aataagacat tcgaagccct aaaacaaata aagctccctt 2220 
gtatagcttt gttagaaggg gaggaatatg gacattacat aacaatatac gaaattagaa 2280 
ataactattt acttgttagt gatcctgata aagacaaaat aactaaaata aaaaaagagg 2340 
attttgaaag taaattcaca aactttatat tagaaattga caaagagtca attcctgaaa 2400 
aagaaaaaga tcaaaaaaaa cattcttact tttttaagga catacttttt agaaataaat 2460 
tgatcgtttt tgtgatttta ttgacttcct tgttcgttgt gggtcttgct gaagctt 2517 



gat gat ttc gat eta gat gtt gtg aaa gtc tct aaa caa gac tea aaa 288 
Asp Asp Phe Asp Leu Asp Val Val Lys Val Ser Lys Gin Asp Ser Lys 
85 90 95 

ate act ccg caa 300 
lie Thr Pro Gin 
100 



<210> 3 
<211> 100 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> The peptide sequence for sublancin-His Tag. 
<400> 3 

Met Glu Lys Leu Phe Lys Glu Val Lys Leu Glu Glu Leu Glu Asn Gin 
15 10 15 



Lys Gly Ser Gly Leu Gly Lys Ala Gin Cys Ala Ala Leu Trp Leu Gin 
20 25 30 



Cys Ala Ser Gly Gly Thr lie Gly Cys Gly Gly Gly Ala Val Ala Cys 
35 40 45 



Gin Asn Tyr Arg Gin Phe Cys Arg Gly Gly Gly Gly Gly Gly Gly Gly 
50 55 60 



Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Met Ser Lys Phe 
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